Genomic instability promoted by expression of human transposase-derived gene by Rodríguez-Fos, Elias et al.
   
87   
   
Genomic Instability Promoted by Expression of Human Transposase-Derived Gene 
 
Elias Rodríguez-Fos1, Santi González1, Montserrat Puiggròs1, Anton G. Henssen2,  Alex Kentsis 2,4,5 and David Torrents1,3 1Joint BSC-CRG-IRB Research program in Computational Biology,  Barcelona Supercomputing Center (BSC-CNS) 2Molecular Pharmacology Program, Sloan Kettering Institute, Memorial Sloan Kettering Cancer Center, New York, NY, USA 3Institució Catalana de Recerca i Estudis Avançats (ICREA) 4Weill Cornell Medical College, Cornell University, New York, NY, USA 5Department of Pediatrics, Memorial Sloan Kettering Cancer Center, New York, NY, USA  
Abstract- DNA Transposases are enzymes that recognize and catalyze the movement of mobile elements in the human genome known as transposons. There are abundant transposase-derived genes in the human genome that have been conserved through evolution. Some of them, such as PGBD5, maintain their enzymatic activity in human cells. The expression of PGBD5 has been related to mobilization of DNA transposons through a motif specific cut and paste mechanism across the genome. The excision and insertion mechanism of transposable elements can cause genomic rearrangements and have a potential mutagenic activity in specific disease cases such as cancer. In this study, we analyze how the expression of PGBD5 leads to genomic instability 
  
